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As can be seen, the genes directly flanking the rrn operons are good for identifying rrn Types and their associated deletions, insertions and rearrangements.
Second, the only Type that has been duplicated in the 630DERM strain can be reliably identified and tracked in the related strains as 'Type 1' (Figure 1b) . Even though the deletion of rrnA (16S and 23S genes) was useful for differentiation of the three CD630 passages it was not specific to CD630, also occurring in CD196 (Figure 1a) . 
